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9:30- 9:40 Welcome/Introduction
Session 1: BioPAX Academic Institutions 1
9:40-10:10 BioPAX Overview and Applications
Gary Bader, MSKCC
10:10-10:40 BioPAX and aMAZE, Comparison of Two Model for Biological Processes
Christian Lemer, Free University of Brussels
10:40-11:10 The PATIKA Ontology, Modeling Language and Exchange Facilities
Ugur Dogrusoz, Bilkent University
Break 11:10-11:20
Session 2: BioPAX Academic Institutions 2
11:20-11:50 Reactome - Knowledgebase of Biological Processes
Imre Vastrik, EMBL-EBI
11:50-12:20 INOH Database Pathway Data and Pathway Ontologies
Ken | Fukuda, CBRC, AIST
Lunch Break 12:20-13:30
13:30-14:30 Keynote Lecture
Chris Sander, Director of the Computational Biology Center,
Memorial Sloan-Kettering Cancer Center
Session 3: BioPAX Private Sector
14:30-15:00 Millennium Pharmaceuticals Pathway Database Project
Alan Ruttenberg, Millennium Pharmaceuticals
15:00-15:30 Representation of Entities, Interactions and Pathways in the Transpath
Database
Frank Schacherer, Biobase



Break 15:30-15:45

Session 4: Pathway Projects in Japan

15:45-16:15 KEGG for Integrating Genomic and Chemical Information
Susumu Goto, Kyoto University

16:15-16:45 ARM Database for Interactive Metabolic Maps
Masanori Arita, Tokyo University

16:45-17:15 Pathway Modeling and Simulation on Petri Net Based Formalization
Hiroshi Matsuno, Yamaguchi University

Break 17:15-17:30

Session 5: Systems Biology

17:30-18:00 SBML and Pathways
Michael Hucka, Caltech

18:00-18:30 The BioModels DB

Nicolas Le Novére, EBI



