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FHPAREMEZ A L T8 & 2T, R, EDL OB AMBRATL S, EDLI5%F+
VT ISRADEZ NS D, ED XD RWITIHAEHD D % b, 70 ERFEBEAERE FUTEE L
DF XY VT %EZL LETSEICRZ2HMETLICTHEHOICIEE T, REBERE FHIRE
DH2ZEFIHELY, FHEDERICHL TL VB DERZHICVEZEZITVEHED % £T.
BZLOEMO SN EZBRHHLLTOE T, GfF, BRSBTS AL T 53T 4 7 AND
ML REZE-STETEBY, Tl IS TV EEDMEODOVNELRELI- DL
BHOoTBYEFTOT, HICSMENITIOBBLLBRHLLTVET,

BIRORINERR EDZOD S A L—23F V) —FDFA

I A G — =R S+

EHDIMERDT—FREFE
Ml 28 (=W A R 4t)

B3R, DM RERRICBITINA AL TAYT 14O ZDEE
(X F A RS

INAFAVTAITADRIEITDAIBEMODEFRENAAA T AT 4 v+ I NDEIF
$5K & +E] (Preferred Networks, inc.)



B - &8 9H28H (X)) 15:25 ~ 16:55 B=%if

A—SF A~

FE Bl— RIEXZFRIEXATAHIV - XHND OH#E)

HALT 2 EWmEIENHRY ~Ey I T—XOBEOHEICHT T, HANA AL 2T 4~ T 42
242 WG L AEY S, HARL I v 7 AEFEED 3HEDHRREIL, B¥2 BT 3
INAFA T AT 4 7 A UEMEWRE) . T ' AA T HYT 4 7 A A Iy 7 AEROB
REFEICOOT THEBN /72 & 97, BERERFIEL 50 TS £ C. AW, LA Ry
h bR, A F T 3¥EEVHR D DO A a—TRIEL . B OERE M Z IR OS & L
T EEZTOET, ZLT. SHBROEMEERGERAOELREFTHEICONTEZIEEL L
NEEEZTHET,

HBENAAA 2 TANT A ORES
[INAAA 2T AYT 4 VR (EWIHFHS) DRIKESEDRE]
AN BE GRALRZANWEFAVITERE AL A T 4 A1 - AN 7 )

BHREABCZENZES
[(TENAAA DV TACT AV ADBRKRESEDRRE]
FE i —=JRD /=L HAEHD)

HEZ IV IORERZER

(A IV IREBRDRRESEDRE]
M CRAERZEHAE X T 4 Av - XS 7 FEhE)
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tEtv 36
LIRICHITDIT - N A EEEEEZDFMHEICERITT

9H29H (&) 10:45~ 12:15 AZRi%
LR, /—RT7Y OB, S oIFBEFRKREME

BF - 218
A—SF A~

ALIR(E. AEE R £ OWIFERBI DI S fEET 5 C Lol 2. EEAEO IT &3 0 H ks
ERoTEY IPERAELAEE - 2L EDONA AR TERL TV T,

2O L7z, Seihze IT e, /A A % S e - BB AESE S 21 H b £ 2. AL
Berfiid, S 1 HICERERB e a 2 80EL, 1T - 2V 24 74 71 & TEFEAL - EH) %
JESEHRBL OO HE iy B & AT E L7,

Aty >a T LR OREHAR T2 . TALBRIC 38 5 2 1T - 73 A A i & EE DAL
G T ~pEEEEE S B DT ARO A REME R E~] 27—~ 12 ALRDIT - A AT
WHHDOSRICLZANVT 4 Ay a it E T,

IT - INA ZAZEHEANDEF EARHDOEFEE N
LIRS BEHAR EREFHIRE
IT- VUIA 7« 7EXBERR HEF EE
B - BEREREXREIRR 80 HF—

NXWVTARAvay
HIRICHITBIT - NA AEBEERDFEMEEICRFT
~EFEBEESOIILROATREMEPRE~
(ET VA
ABIRE AR AR AGE TWPHEAPT TR FHEAEE AR 6 IR
L) AN
MAZH T 2 AT 4 v 7 TR SR BRI MEAH EA A K
ettt T2 7 7 o4 A REAGER: Al 5%
A F AR S4E ALBPERE > 2 —R B HEZ K
JeiERFARY: T M LARNE #ux e i K
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tEtY>av7
MED - EhdTLEVT—3Y

BF - 218
A—SF A~

9H29H (&) 10:45~ 12:15 D=%i5
R BE (UsBEXZEXFRERHMFARH)

TV T EMRREALAWMATETOET RICEASDOANEZ L LR ENIZE
DIVECOBREZTHHY T, TR EDTHARIY I EZDY HTOREICHES v
UMTELDTLEID WHoTWB AR SANZED TTL, ZEIERZEIZNEEZL RV
HLNFHA, ZITHHE, MZDLIORT L ADI VAT A ROEY 71 & THERICHE L
THH 2B FVEHIM D200 LS, TLVEVICOVTEZTAZERHZHEL Z LI,
ZO5RE-oTH. TVEDHENFEDVICFARITI SADKMIEMZ A, TEAUIRS
NI DT TH-o>TH IV LI rvE LIV, 22T, IWB TR T T 7T v I
ORMBE2DODN—), [ZAF54 RTFHFAL 2 DIL—)L] [ FLE UKDV —)V] % TN L 1,
FLENZDOWVT, — U5 VEZTHZTHEANR?

MHAYA LA - EVa7 ) E—Ya VRS LvES T =3 >0 aYy o Tl %
BIEOL F Uleo MUWIFERER 2 SMAMMICER AP L VR EHY 905, Hifre LToR
FTVET—2alB#ERDBEZLHY A RETTELLFHEOMANTIZDOWNT,
ALWHEE . BERZMDOT. I WL T Z0hEE T,

MzhdTLEYOEZD 2TV - THA U]
AHE MR GRAERSY: WETTHERE - SCIRbins)

[MBeEsTLET—2a V]
=i R GURRE RERER)
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AR Y=y ay
Mixed Reality EANC K DRIEBRTF—FERE. BIFEICHITDIEERSN

9B27H (k) 10:45 ~ 12:15 S=Z=iF
BEY/o0V7 MiE1t

BHEF - =15
RERR I AH—

AV— MEIEDHEDEBIRIREBEICH~ Al. /332, Mixed Reality D#EE&RICHEITT~

BAMG O (CRELTERY)

AIEEICE, TREFICE L EVHINE 3000EMMU EESEDLIEEREBEHPLETHY.

AL C O ERFEE DN ICH 5, T F THRALSUIES D7D DM & 2 H % il
L. ARG Z RN BET 27D I LT 7/ a—FHBEINTE
Too FEE S, T TAIZE L AL I H M 2 2~ — MAIFE T, MR DAIFE T THh % High
Throughput Screening (HTS) (kX 205 LRy TRy MEGHIZRDOTF 2 2 &
I L7z,
Tz 3. Al OHMO—>Th LM FEHFIRCES ) — Fr#EbICET 2098, A—28—a
Va—RZIZL2HAE LN OEGHRIHFERE, Ny F 27y iav—2a YoRER EZz{T-
T&ET, AFBETE. TS DOEIMIC OV THEG %2170 &L, B, HEOERMICA T 27
N ERRT2IET=RKuDY % =XoedD F FHLRT 280 e LTHISN S Mixed Reality (2
DT, ZOEIEHIZOWLTHNTZT 5,

Z# URL
1) https://www.youtube.com/watch?v=DXFLIIIZLWU
2) https://www.youtube.com/watch?v=JazPvO04mxEo

EE P

1) S. Chiba et al., An iterative compound screening contest method for identifying target
protein inhibitors using the tyrosine-protein kinase Yes, Scientific Reports, accepted.

2) R. Yoshino et al., In silico, in vitro, X-ray crystallography, and integrated strategies for
discovering spermidine synthase inhibitors for Chagas disease, Scientific Reports, 7,
Article number: 6666 (2017) doi:10.1038/s41598-017-06411-9.

3) S. Chiba et al., Identification of potential inhibitors based on compound proposal contest:
Tyrosine-protein kinase Yes as a target, Scientific Reports, 5, Article number: 17209 (2015)
doi:10.1038/srep17209.

REERDTF—ZFRELTD Intelligent Data Platform

gl KA (HA~YA Z7ay 7 MMtk Principal Software Development Engineer)

Al (Artificial Intelligence) EE I X ADY Y 2 —2a e LTIAMW Y ZHEBH TV F
o ZOBHITE, MTREOERVILY AP T OEI - BREVE->TE&H:»rHbY 7. %
NI 777 ROBFEMHERR»EZHA, 2Dty T3 T Microsoft D32 L T 2 I #i
DAl 7% E iz L7z, Data Platform DWW T Z#i/m%# L £ 9, Big Datadseict Eh 3
Intelligence # & HiEDF, EIFEHEICITED L T L O ZRAENSEE Z THALET,
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AR Y=y ay
SATHALT U ZIARHFICHITDA | Bl

9B27H (k) 13:35~ 15:05 B=%i%
NPOEANA ATy K25 —BF

BHEF - =15
RERR I AH—

21 ki A0 N LHIEE (AL artificial intelligence) & € w 75— X3, 74 XFHFHTO
IBM Watson s P2 D LT D Google AlphaGo 7% & DIEHEIC L W K& {EH I . ZDFNE
X, BB HEEEANDOIHZ EZ S OEESTFICBTARICERLDDHV T, F
A T7H A Z5THICB TS, IBM Watson I &k BIEZMANDIGH A ET—EDREN E-T
ETVET, Ll IAT7TIA AN TOALE Yy 7T — XD AIZ. ftho /B & Hlg 3
LZEVEREHHICHVAEIAEEZET, RAXB I T4 T ATV VA A —
27 L (LINC) | #3348, BEE - by - B - B - ~NVATTHEEDO S A4 794 22 A5y
HoloDOAl LNy FTF—REMiZMIET 5 2 & T, BT OEERILE | ERO
A OMEM S N EFEO—E O L2 HEL T\ EJ, LINC OFERE A > x— 3 URN T, B
181 80 DEEBIM S ML TH Y £ 77,

AlZBFRT LB - 7 ATI7 (FICITHR)

Al ZREE T 5% - 77 17 (FICBEE - by - B - B - ~NVATFT7EEDZ 1 7 %)
LINCEZ. 7T I 7 OfillEAEIC L D ITHR L 54 7R O 2 i L, IT R A
DAIFEEFRFICH TS TEEVZHET L E I AIERKICE 254 7ERDOFEERR 1 %
M2 ZHMBLET,2016/11/17TICHEL. 74 7R{EHEH»S 150D T —F#HE,
INHZREE - L, BE290 T —~vic o0 T 7Fuyc 2 M LTHER2EDTEY 9,
2017/T/1 DB BHREMBAZ =ML TE Y., 2018/ IHEERDERHA L #IT Oy = 7 N %3]
fili LAk, #7222 HML %3, MR HE. BoBABIT T2 02 RK1I DB LTV E
TenEEBEZTHET, 2/, b7 N Ty N ROTay =7 oA Ty bk
DR —LVAZDRPBY) —HDON) 2 —F 22— ZWHETLILE2RMAMNICHIBELTE
D x7, 24E4%, 3EZRZ CHFF RS L,

EE - BIESBTOMR7 547 AEATHEMRFTNDHRTF

L B3 (AR E s B EEMR R NPOB A AT LE AN ST RS B R)

BERENE 8 D3 BN R 3 2 GO E B X FH DA EICRE S KFELTE Y, BEHEAND
ERY—UC A0 EICBOTAIFEERICZ->STWVE, UL, SICED BIEFERXGHET
LW, ARUcIY T AMIERBIRICHMET IS TS, ZA%H, FAick - T 2009
4 Nat Rev Drug Discov b i H 7z 3 Wi X "Lowering industry firewalls: pre-competitive
informatics initiatives in drug discovery” (ZEISRITH o7z, Z D IZRCK D 3 D DHESE AR
% (GlaxoSmithKline, Pfizer, AstraZeneca) OFFE#E H3 LA TR E, £efi L7z b DT, Wi
FAFTINEZTHY SEEOHRONTINEZEDLDTTH?] LML IFT S, 2TZ TR
IR HE A U 7c N TRREnEIE 2 @ i o . e St Ttgeha g 2 b icitEd L 5 £ 5
LINC OHL Y #1 A2 T3 %,

ITEXEDS A I7REFICHITDAINDEY A
Rl 3R (Bdadnrseir - A LRIRERT T

(U= b—=0) REEEDRF L AINDEAR
TLHR, R, FREE FORNA T ) D AN WA K
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AR Y=y ay
BITFECT—FEHRBETED
[INA A AT A AT —F8HT— o A] Takeru Galaxy

9H28H (x) 13:35~ 15:05 B=%iZ
HREHIN A5—F2arib

BHE - 15
RM|RAR Y —

INAFA DT AT A7 AZRBLOETEHEMROMIEEICE>T, AV RIA Z X 5
fEICER TR W A D N—" [T EANEED X =2 &L F— LTt 2 D 2 BRI,
fENT L O, T T — 202 E S TE0EFRELHETT, HICHI>TIE., FEhk-
IR R WA DIFELTT % T — RIS 2 H NN R— R N F I a—TF 1 7, fific
HOZEIRBERA N =218 2 22— —EHPRMH T — 2 X— AR EFD T BRE R iz £

DECZ ) . TS0 L TIEHROMIEHE D, T FIEDOBFE e EARDOLEF I 2 TET
ZROLGRZ2H0 T,

— T =RA VT I TENA T AT 4 HIVIIRICB I 2EGWRNY 7 b7 LTHIS
NTV 5 Galaxy (3. B RZDOWMEZYR—FLTEIIN A 2—FTaFicBnT, X
M= 25— ﬂﬁ@ﬁﬂ‘ﬁ/XTA’aJ\L[@"?*%Tﬁé&“ﬂftﬁf) W Z TV E9, 2t Galaxy
DFRHNE LIS Z . W9 F — L2 BT 2 75 o HEEM B L O Z U5 Galaxy D
FENE LI ICRERT 2 EEZSNE T,

Galaxy (I HEBEILTER P LU —= 2 7 EHROFRE, 2 2 =T 4 EEOI R ERESIERL
TEBY. HARAATWREZY 7 b2 TRV 7 7 VAT — X X—=Z KON, @8~ v F
La—"T—DBEARST )y 7757 RANOMIG, (EHY 7 Mo 27 %2323 570D Y — )&
AT 7 — Bl ORI, BHEEF vy SORXRE. ZOREMEIZIKICE->THET, 44—
T ACHTE. A ST % Galaxy (BIH T 2 158 AFHHLIRINES TT L, 200 R—
Mgz, AR A ZARMEMPLIIA N TERBT 208 B3H Y 7,

Z O Galaxy (2. WIIEEM AN A4 T4 > ORKEGEH AR~V A X, 2—HP—EH - Lf
T = ZBREENHEMADYR=DNZMZTzd DD, INA F AT 4 VT — REHTIC B TR

LZHEREZROMILF — LA N=2DRF 2% H 2R, WbEI7— MY = A & 7% % Takeru
Galaxy T79,

KtwarTlaET., Galaxy ICHRITEBIMN S N7 HEBERE R I I 2 =7 1+ OIFH)
RUWIEDOOT, HEII 2 =T 4 ZESNORF» LGN ZEOTHALE T, /o
Takeru Galaxy OFiE. Lk, GRS HAGOEEANZ E ZFH L. A% Galaxy & fif 43
B3 D% EH. Takeru Galaxy O#g Z BE2 L 7,

RIS, FEBR R - BRRMTEE ZHh0 & 56 22— —0D 8l ih 5 H 7z Takeru Galaxy % figai L
F 9, P X V. Takeru Galaxy D% A X O W5 T — L0 @M Tk J:Uﬁﬂ‘ﬁ?‘ R
IHFTEEDA A=Y LTOIEE, T2 AT LAAdmin O%E 25 5HICET 5
Takeru Galaxy &EAD A Y v % THfEVLIZ/EE 7,

X5, R A DN /34 75 4 > % Docker (2T a2 > 7 F{i 1t L Takeru Galaxy
FIT B k%Ml L. Takeru Galaxy THfit nf g2 Galaxy MIHB O—im 2R L £ 7,

Galaxy I I 1 =7 1 DFENR R B KU Takeru Galaxy DR
RSt FN A Ex—FTaFL =T 4 UTE PN BE

A—H—h SR Takeru Galaxy EMRF—LICH ITIBMF LIS SUBRT—IDHE
MRREtE N A 2 —FaFn HMBHIRE MR E I v—7 e EF

f2M7/X1 TS 4 > M Docker 771t & Takeru Galaxy NDEE
At FX A E—Fat)v BB BRI —7 ke il
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SFateIF—1

1. PDBj&wwPDBMDEENS#HZDUNT
2. PDBjZz#IA LT —IRX—XBEDEFHEN

BHE - 15 9H27H (k) 12:25~ 13:25 AZ%i5

L Sl HAEREEET—5/37 (PDB))

PDBj & wwPDB DJEENFEHZDUINT

SN W ORBROR 243 3 WEIEiT)

PDBj (Protein Data Bank Japan, https://pdbj.org/) (. worldwide PDB (wwPDB,
https://wwpdb.org/) ® X >ox—& U CEEENZHLREERC LY. BEAEFEDOLMRE D FONIE
% %%k L. PDB (Protein Data Bank) 7—%& & L THEE & EER T — X 2 S AAIRE T L
TWEd, St IF—7TF. PDBj O LEHIOHM T & wwPDB T17> T &7zl LW it
EHICOWTEREL 9, B4 LT PDBj & PDBj-BMRB Tt )T\ % #iili 7 — X 120§ % MGE
VAR— FDOFEFICOWT H . XF-AS it . NMR ARGt 1 B S G i o rikam g ic 5
BOFTHZATL T, 35122016 4FwWwwPDB#MZHASTPDB ID O/N—2 3 ALDRE S
NF L 2017TH 10 HICEATEDH LW PDBID Ol # 5T, 5%, PDBBED L S (I
EHLo>TOL DO EREDIHEINAEZMTL T,

PDBjZFIAH L 1=T— 5 X—XBERDEFEN

ARTF BE RAERAER GG SR A ER

K23 INEFT.PDBICERSINTE T —ZZEH LKA L 2T — 2 RXR—ADHER
1> T &7, Bl Z (X eF-site (X. Z IV EOEFERZFH L. TR ZRELUEMLT 27—
RR=ATHY. PiSite F X 7 EMMEEMEICHET 2T —XX=AThsb, ZHblI.
eF-site TII A FREZFHRE T 2. 7=y MEIZ/H#EI L TELE%ZEIH L. PiSite TR
Ve e A EAE AR O 2175 TS BEZMIC@EEMA L b YYNIEPDBOH LT 4+ —
TV NDEHIZ N T TN Zh o705 Filkld. PDB-ML°mmCIF & EDHRL 7 +—~ v b D
FEICE Y 2RT—ZN—=ZDMEDHRHBEGEDIC E>TETWVS, L L., PDBAAREM
CIENE DT — X VARY M) ThHEHHUS FIHE»HHE & 2T — 2= A% MET 5K
FRZEPEOVPHELH DS, ARNFHTIZ, ThE THRLAVHAFKEZLTEL2XT—XXN—ZAD
T %217 2D, PDB OFIH#H HERT DS HOME % ik L 72\,
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SoFaaoteIF—2

1. B - HEHBZEXADDell EMCOV) 21— 3 VRE
2. ANAVF7—FT UMD EZD BERMEHESHTCOISY FERA

BHE - 15 9H28H (KA) 12:25~ 13:25 AZ%i5

BV Gl SCSKFR &4

U TRERFEC DY mdfb, A BULEE, wfA L. A IS & > TRIEREE S B o
WP % KR T 270D RN, Y ) a—2a 2 2RELTSY L,

ARt IF =TI, BEHOBEIMER CRIEDOBELSUNDSIDDy > a VBRI E W /EE
7,

Bt - PHEBZEZZXDDell EMCOV ) 21— 3 U HE

mifE R (TR tt)

WE4E9 H D Dell £ EMC D#t& i & 9 Dell Technologies 23% 2 L. (XA W IT # %Y
Ja—2a ZBLTLY)—HEEROT ANV T VAT +— A — /a/% R TE 5K
HHEF LT,

ARt w2 a Tld, Dell Technologies OB E R & BB % 15 2T 5 L L2, @A - &
Hr oW Z & 3 2 5 GPGPU ik O XA — ~E iy TPowerEdge 55 14 AR, &% 27—
IWDFERT - 53T — Z ORI IE S 2 A7 — 7D MO NAS A b v— P8, Tsilon) . i
B A5 204EDER E B2 F b R { SRV 7278 U — 2 AT — 2 a # [Precision
EVOlZ Y RY—Z ROV Y a—Ya eIV LET,

ZNAVT—FT O MHEZD HERBHABERIBHTOISD FER

gem B (2 A MY — LTS Uk ath)

PEAEINEI RS TO 2 77 RFHABMCKZHPOICHEATOE T, L2RLEBSH 75T ReEF
FEANGHR T THEMNT 2 12H720 . B2 L e —P—EFK>T0x 7,

A NIRRT =T A, t#lvi4 ?—&@ﬁbﬁ&E@%#’ﬁ?é?L&ﬁ?bFU
YV — ZADEPR R (O BOEYIBREEE ) OMREPHERRETOI AT LAEMENLZE, 7
U?u?«%%éb%ﬁgbtoi?o
ﬁtyyayfu\zm:y?—#%ﬁb@ﬁ%#%ﬁ??F%ﬁﬁb#M&%ﬁ%%%
FTEHRPTREUHKERE ST RIGHOH Y IT. MMRHBICET T TRMET2 750K
}WC%%%%%A%#—UZMN&MEDMMuowfbﬁwtbi¢o
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HI1-1

HI1-2

H1-3

HI1-4

NS4 599

NASAFIZV D -EYIa

9H28H (KX) 10:45~ 12:15 B=%i5

Rlblast: an ultrafast RNA-RNA interaction prediction system based on a
seed-and-extension approach

Tsukasa Fukunaga and Michiaki Hamada

Prevention of antipsychotic-induced hyperglycaemia by vitamin D: a data
mining prediction followed by experimental exploration of the molecular
mechanism

Takuya Nagashima, Hisashi Shirakawa, Takayuki Nakagawa and Shuji Kaneko

Modeling and simulation of the redox regulation of the metabolism in
Escherichia coli at different oxygen concentrations
Yu Matsuoka and Hiroyuki Kurata

A portable system for rapid bacterial composition analysis using a nanopore-
based sequencer and laptop computer
Satomi Mitsuhashi, Kirill Kryukov, So Nakagawa, Junko S. Takeuchi,

Yoshiki Shiraishi, Koichiro Asano, and Tadashi Imanishi

M4V D Y322
ST BN 9F29H (£) 09:00 ~ 10:30 BHi5

H2-1

H2-2

H2-3

Genome sequence and analysis of the Japanese morning glory Ipomoea nil
Vasanthan Jayakumar, Atsushi Hoshino, Eiji Nitasaka and Yasubumi
Sakakibara

Decoding disease-causing mechanisms of missense mutations from
supramolecular structures
Atsushi Hijikata, Toshiyuki Tsuji, Masafumi Shionyu and Tsuyoshi Shirai

Independent evolution of genomic characters during major metazoan
transitions

Oleg Simakov and Takeshi Kawashima
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SAb=VIb—0 & RRY—-TLE1—
SAMZVIF—ORRI—TLEI—

9H27H (k) 15:25~17:40 S=i5

15:28~16:00: w31

Al =/ e/
HA~A 270y 7 Mt
At FN A x—F2at

RARZR—=TL V12—
PO1 ~ P23

16:13~16:45:t&v>322

A4 N T b=

AT =2 XA VI - 2V NT—=T A - TPy
AES AT L - A =2 AR St

RAR—=TLVE 2—
P24 ~ P46

16:58~17:30:t&v>3>3

A4 N T b=
WAL BT A—8—a a2 —X T AT A
NBDC / DBCLS
SCSK #k 231t

RAZ—=TF VLV 2—
P47 ~ P69
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BoF (f&iE3Z

w <, 3 Birds of Feather)

Illln

NGSHIEDEE Y3 INGST—FE20EHE<HLLWZTO—F]

9H27H (k) 15:25 ~ 16:55 B=%iZ
gl # ®RRXF) . T BR (BER2RAZ)

BF - 218
A—SF A~

NGSEEDZRINET. vy bS5 KT A4 T, BEERIED SRR S8 222 T2 T
Z LT 2 Bﬁ%?ﬁif Mea R ERZ B2 7o TFFRER LD I 2 =7 4 ELTAREL
FEREL T & X Lico HZDOH LIRS iZOl?ﬁESHGJIJJmlF“t/&? (2 CThfiE S fu, 860
FOSMEZRDF Llc, FREBEMERBERAETAREZLE S, SHITHHFEL TV IV EEZ
TVET, ALy a TR NGSHEODZDOINZITEINNLICDVTHNTSLELEHIC
NGSTF—=2%20b L TcHDOHLELZH LT Ta—F 2 WY LF£T,

NATVY BT/ LERICS T DARELEEFECREDET

aile B GREUR)

NGSRIBDEZMAEICENLTHE LI
IE BTG ORAERZFAHAE X T4 A1)V A 732 7 B A)

—HifE T ‘//\“/‘U‘— RNABERICK DESHIHDIERE E ZDI-HDT— 5 Bkl
Jelkr o (HUEEDPRIT SRR S X=X A T VT 4 7 AT L=y )

Invasive animal genomes with high duplicated gene content
By me b (ALK EBAE B AT TR

EETFIVEMICBIIDKRRENAT VY Ro—H5 2205
T G (B HEFREAR )
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BoF (f&iE3Z

w <, 3 Birds of Feather)

Illln

ENHRSHRICEDIBADELDIREE

BF - 218
A—SF A~

9H27H (k) 15:25 ~ 16:55 C=%=i5f
MHABAES (RERXZE ERZHEM . BN #F REEXRERER EZRMRM)

BAZE RO EE L L OERAZEE LI 70— O HRBERDPBBIICGEZ 2210k,
DARH—DIEERMIE»5HE L5 EEZLNTWVL S, TFE, KR =27 oY=
JLRITIC L 0. —DODIEEDRICEH . DADHELDEBETEAN S, THORL 2 AR
BREMT L2770 -0 ET 52 EBHLNICE > TS, ZOEBNMEREE TN
BRI D A DRI IUEDRAMN 2 TR TH 2 a et b 5., T4b b, MENAE LD S
ELRIREZED 7 a— U RZEE LD S RSN L OMiNL T W0 E O
70— HRETAAEBELH Y. T 20X I 70— L THEICWE LD
BEZbNb, LIch > T, HENAE 24U % 03 A OHELD R 2 B SR b HE
BMETHZH. ZOHMDIDICIE, TNFTHAMKD LR TH > I KERIAN T o —F
CZ T, KRB 7 LT — 20 5 A 217 5 168 - MEHRITIE NS, T — X 0B RICEE
HALFIE 2R 2 7o D ORIMET ) V7% B2 B AED» L OB T Ta—FBunHThs L&
AbNb, Aty a TR 7 LEN. a2 —a > ek BHEEEE 2RI A
DHEALD IR % KA T2 4 NOWFEE D S OMFREHZHMALTHH I Ay a b’
S L WA RO K E ZREFTH S,

T/ LBEMEIRATELRBFADTII—LER

e A CUMNRZARREE iR i)

PADELRI1L—23 Y
B mIER] CRECRSE IRREEDFTET)

HAMROFEICE DS T o/0—- U ELBEDRETHIETE
W T (BEBEREREEE RARUTTRD

W AMREBRICHTDERBEGRER
FVRE 5t (RREWFFEAR BB SOERIEDITERD

26



BoF (f®E3ZiFt v > 3 Birds of Feather)

I UTAVIVITRRICBIIBDNA AT —IR—=RETF—IBRITORME

B - &8 9H28H (KX) 15:25 ~ 16:55 S%if

i el il BRI 3L5% (GE(LEERZERT) . KHE ZBEF (DBCLS)

EROEHROZHES P, FHllE MR OE VL)L, TRFETEDHDNA AT —XX—=ZN0H -
HHASNTEL, WREHDOZNS T — R N= 2% HRHEMADE TR T 2 2 &3 Al fe
KoOTEIRD, T—RX—ADMENBROME I > T,

IR VISR 2 5 TR I N T — X M ICS L, B A mBELRIELE T 51
ST AV I TEMBENA T T —ER—AICEATLEHEZINEHKIC L > TV 5, SRIEZHEG
NIRRT —BN—A%BERE 1 DOT—ZR—AL LTS KR DE5 9,

Tl T— R RX— AWM 5 2 & . EVOGH 5 MG Z M3 2 7 — X fifric B
TP EEZ YA TIEALIN2 KLY a3 VTR T—EN—2ADWRE L. T— X R,
WEEOWMIEE# LA Web EDOTF— X R—2Z L Tt T — R BT — LV Ak Sl Kk
TX, ED LD BT — XN HFBIATREL 72 2 D% ik L7z W,

EERZET—5DRDFEDIRIA L RRE
Jrill &8 (DBCLS)

EmPET—IXN—RBEICH TS RDFEDRE
A ERE (DBCLS)

Heterogeneous Information Networks / Meta-path M#E 7T
G 5L Ee (BL AW

Heterogeneous v b0 —2IZH75 0% - BRFRTH
B WS GRIK)

27



BoF (f&iE3Z

w <, 3 Birds of Feather)

Illln

BENMETEA LV ITIANVT A VADR H5:EH#H

B - &8 9H28H (KX) 15:25 ~ 16:55 C=%i5f

Cia b N BEENHA T AT A VAMAES (ISBIREMRES

WA @z (E1—v2 - X&¥KRO—L - 72 /05—IHRXEH)
SR B (REAKZAZREZLHITR)

ER

FHEAI v 7 ADNMTYH, TaTH IT AP AR AR I ATIIERDSNT — X O D3R H
7%, Iilt. ProteomeXchange ° MetabolomeXchange & v o 7c & &34 7 — ﬂ’%”‘ﬁ?
BERURZ MNIDBEBIINDDDH Y N F A T 4~ T 4 7 AWTLEIZ & > T HHT A HE
T—ﬂb FRADRTUORMRIC R > T &I, ZITAREY Za > TR 7/ Ltk EER \1‘}?

— RICHIREABDR NN FA T T 4 7 AREDIZDIC, BRESNA VT4 ~YT 4 7 A

B ERMBREEE  fB#TY 7 T 27 OMAZBE LT, 70T A I ARAXRT I AT
1—%6%7"%5“1‘}?7 LI OBARE | SRBLTREIBICONTHNT %, IHICAR
AE 7 AT, FEEEEN, v — A —HRICBO T, REYRVBAR 2R E— 7 h3 1 %
== s VDB AFHEP AN ERNE =% XA T YT 4 7 A%
WTHEE T 27O DFTENRIER A REINTEY ., AR I ARTICB N TrEA 7 4
YT A ADBEBVEPH L T3, 22T, ThE TREISAT = A OfFhT & TR, fEETEE
HBEDIDITHOOLNTEITEA DT AT A AR, ARRO I ACEATE L #HK
ELTC.TFEA T AT 4T AR @E‘%ﬁﬁf]ﬁk Z DR DO REEHEE DI I DV THE
NI %, KLy aTOREZBLT. BBINMA VT AT A TAETEA T YT 4D
ADFEY H5EEL LIS k%’fﬁﬁ LTW3,

HESMA D I7AVT A4V RICHITDREFREE

AH IER GERAWEET)

BESsHeRUESY 7 b 7DRIK
H I8 (Trans-1T)

TEAVIANTAVRICKDNBNRAU T A BN E BRI
WG 54 JUINARSEAAR B PR 22 WF 52T

AZROAIDVRICBIBDTEA LV ITAIT AV — KBMBESESHENDICH
A 2z (ba—<>- - AxBa—L - 72700 — A a4t)

28



BoF (&3

RIEATFTAHI - AANITORBAFOEANLBTE
FMAEEDXRR

w <, 3 Birds of Feather)

9H29H (&) 09:00~ 10:30 C=%=i5

RE Bl—-BKk EBE-AT BE RUERZERIEATAHIV - XANDD)

WAL X T 4 A - AHIN 7 TR RALKRF LG TERIREDILET 15 T ARED S ) L a
F— b OWEREZIT o7z, 201 TS HRICHE W 7L, BHE. B e L TEIHEZED
TWb, WILAT 4 v - AT T B RWGN> 7 L UTHEL - [HRon#EE2ED TS,
@ BOF T, Aar IR AL T RKESME 10 G EHRA N O BRI 2D )T 2/ 5 L &
HIZ, MHFE LW 2 e THROMERZMAFT L2V,

BN, FIHIEHI & U CERVOM A & Al bR 2 SHITTHL o A S A5, it
—i e LT, ZEOWHE» S T —ZOHMM £ TZFREFICEEDO T, 2Dl Z /T THS o KT
FALKED S ICHEIN TV ET—XDONERHEAT YV 2a—)b, T—2DLF 2 T4
KXoy R THe & OME 2N T 5. /o, RO BHIHFERICHHRELE 25T T — X —
AL THMNT 5, 5 TFERRD S X A TERREPHLLTY 70— b Lo ER O
A— b 32,919 AoAIEE B AR AR E N ROBN 217D & & 12, G TERIRED T
DS T %2 DT> 5 DNA A FOUALIRMT OBLIR & i - LR OM N 2175, ol &
57 —=ZFEEMEHLOVMATEDH Y mEZ L DN=FVBHZ LI ITELE M)
». ABOF 2l L THIRFDAEDFE ZH Z & T, TAHLN—KLVEDLTHNTF. A=V
IRVT O ZRNCED S Z P TERXER D,

RIEATFAAIAANODHEBFZFE DO THIC

Wac W (ESESINRE G - ALRIRERT £ > X —)

HEAFRUSIEHEBRICDONT
AN BE KR Al GRIERSFERIAEA T 4 Av - RGN )

HEAMARURZHEBFICOINT
KRS TR

29



BoF (f&iE3Z

w <, 3 Birds of Feather)

Illln

7/ LERDOIEREE EAMEDDE]

B - &8 9H29H (&) 10:45~ 12:15 B=%i%

CEUPPT SN AT BE (RIASHE/ BANA ALV TAVT A D RELEEE)

P B OWFTTh FE 6 & N2 D BR B A O X I 72 538 2 1H D #E P & U T H AR It it 5e b 78
BEHE (AMED) 23802 & 0T 248, FiED 5 I £ TO—H L 72 BRI FEBE 5 O HEME IE
AMED &3O E i b 2 BRE IS A > 7z FFZT /) LEBRETEIC B TR, DAY LR
MY — 27 L5 RAME D BRSO 08 2 8) S S FF VO WFFTESE O M S 25 1 fte S oD HEE
WifFshTws, 2056 %2200 T, AMED TR RO/ LAWFTRHEREIR T/ LG
M T — X N—= AR LA T O RO L & i, T—X&
Tz 7 ) 7 OHEER Z AU HE D ELSIBREANORX G, WL L TONA AN TR0 ) L
T — X R— A DA, FBRHE f‘@ﬁtﬁﬁ“j‘ EAZE T LB OSSR E 217> TV 5,
Aty a2 Tl BRIFEITIC IS T 2 AMED O&#El Witz 17 - ETHEEZR ELSIFHEAND X IG,
’7/AEJ§®4T%€%"‘H£%@JIL DT7WEALT 2= FRPQEAICE 707 DSNE %
Aty > a B U T M AA T 47T 4 7 AL ET 2 5RDYT ) LRSI
2BV T, AMED (ZAfF 9 2 Bl 27 SV I T %,

ERMFERREICSHS TS AMED DEE)
M FERE (H A BRIt 72 B FE B S A W T2 587

7/ LEFHRFICEHSIT S ELSI
B BT (HASEE DRI B S B A S AR E 50 3 500

AMED #*Z % %%/ LEBDIFRES
R TR (H AS R DR E T B S B A S AR E 5 3 5300

7/ LEFRMFEICS VT AMED ICHIfF S b3l
(WPNWEALTT— PP QRAFICEDEMEEY T Y)
AT BEE GAERERIEA T 4 AV - XAHIN D)
M BRAE - BsIE 28T - B TRt (HIAS Bt 72 P FE B AR S AR F T2 53)

30



BF - 218
A—SF A~

9B27H (k) 13:35 ~ 15:05 AZ=i%
FIZGEEDR (REBAE)

Ol-1 REFREZERRDOLOHDIEBRLEHEY 1 X1 2 FIVRHEDRH
Daichi Shigemizu, Fuyuki Miya, Shintaro Akiyama, Shujiro Okuda, Keith
Boroevich, Akihiro Fujimoto, Hidewaki Nakagawa, Kouichi Ozaki, Shumpei
Niida, Yonehiro Kanemura, Nobuhiko Okamoto, Shinji Saitoh, Mitsuhiro
Kato, Mami Yamasaki, Tatsuo Matsunaga, Hideki Mutai, Kenjiro Kosaki and
Tatsuhiko Tsunoda

0O1-2 Development of de novo generator of amino acid sequence profile using
LSTM framework
Kazunori Yamada and Kengo Kinoshita

O1-3 I35 /LTS5
Toshiyuki Yokoyama, Yoshitaka Sakamoto, Masahide Seki, Yutaka Suzuki and
Masahiro Kasahara

0O1-4 Identification of Transposable Elements which contribute to tissue specific
expression of IncRNAs
Takafumi Chishima, Junichi Iwakiri and Michiaki Hamada

AEERER2

BHE - &8 9B27H (k) 15:25 ~ 16:55 AZ=i%
v G Rl AN (EBEXFARABBREVY—FEV5-)

02-1 BEEFERIOAT7AIVDT 1« o—V—LBRICEDEEROBEESEREBIECH

Michio Iwata, Ryusuke Sawada, Yasuo Tabei and Yoshihiro Yamanishi

02-2 Integrative analysis of multiple ribosome profiling datasets reveals
widespread IncRNA-ribosome interaction in mammals
Chao Zeng, Tsukasa Fukunaga and Michiaki Hamada

02-3 MetaVelvet-DL : a MetaVelvet deep learning extension for de novo
metagenomics assembly
Kuo-Ching Liang and Yasubumi Sakakibara

02-4 Inverse prediction for transcription elongation rates with total RNA
sequencing
Yumi Kawamura, Shinsuke Koyama and Ryo Yoshida
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O1-1

Ol1-2

O1-3

014

02-1

02-2

02-3

02-4

KRR —

REFRZERROLODERAGREY A XM 2 FIVEHEORH

Daichi Shigemizu, Fuyuki Miya, Shintaro Akiyama, Shujiro Okuda, Keith Boroevich,
Akihiro Fujimoto, Hidewaki Nakagawa, Kouichi Ozaki, Shumpei Niida, Yonehiro Kanemura,
Nobuhiko Okamoto, Shinji Saitoh, Mitsuhiro Kato, Mami Yamasaki,Tatsuo Matsunaga,
Hideki Mutai, Kenjiro Kosaki and Tatsuhiko Tsunoda

Development of de novo generator of amino acid sequence profile using LSTM framework

Kazunori Yamada and Kengo Kinoshita

IS5 ) LTS5
Toshiyuki Yokoyama, Yoshitaka Sakamoto, Masahide Seki, Yutaka Suzuki and Masahiro

Kasahara

Identification of Transposable Elements which contribute to tissue specific expression of
IncRNAs

Takafumi Chishima, Junichi Iwakiri and Michiaki Hamada

BEFRETOT7AIVDOT 1 O—J —LBRHICEDEEBOBEELIER & RBIFEICA

Michio Iwata, Ryusuke Sawada, Yasuo Tabei and Yoshihiro Yamanishi

Integrative analysis of multiple ribosome profiling datasets reveals widespread IncRNA-
ribosome interaction in mammals
Chao Zeng, Tsukasa Fukunaga and Michiaki Hamada

MetaVelvet-DL: a MetaVelvet deep learning extension for de novo metagenomics
assembly

Kuo-Ching Liang and Yasubumi Sakakibara

Inverse prediction for transcription elongation rates with total RNA sequencing

Yumi Kawamura, Shinsuke Koyama and Ryo Yoshida
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P-01

P-02

P-03

P-04

P-05

P-06

P-07

P-08

P-09

P-11

Additional Effect and Frequecy Spectrum of ResNet and MLP on CNN in Cell Image
Analysis

Toru Nagasaka

jPOST : Integrated database for proteomes
Shujiro Okuda, Yu Watanabe, Yuki Moriya, Shin Kawano, Tadashi Yamamoto,
Masaki Matsumoto, Tomoyo Takami, Daiki Kobayashi, Norie Araki, Akiyasu C. Yoshizawa,

Tsuyoshi Tabata, Naoyuki Sugiyama, Satoshi Tanaka, Susumu Goto and Yasushi Ishihama

A critical evaluation of bioinformatics tools for the prediction of protein succinylation sites
Md. Mehedi Hasan and Hiroyuki Kurata

Computer-Aided Diagnosis Scheme Based on Radiogenomics For the Detection of
Alzheimer 's Disease
Kai Chiharu and Uchiyama Yoshikazu

Computer-Aided Treatment Strategy Scheme Based on Radiogenomics For the Prognosis
Prediction of Glioblastoma Patient

Kouno Yumiko and Uchiyama Yoshikazu

Variants of uncertain significance of the cancer predisposing genes in two thousand
Japanese whole genome sequencing data

Jun Yasuda, Kazuki Kumada, Soichi Ogishima, Keita lida, Hideki Tokunaga,

Yusuke Shibuya, Nobuo Yaegashi and Masayuki Yamamoto

Development of Extension Pathway for Human-Specific Metabolic Reactions
Teppei Ogawa, Hiroki Makiguchi and Michihiro Araki

Estimation of mapping parameters for PAR-CLIP data using LAST-TRAIN
Mei Takeda, Junichi Iwakiri and Michiaki Hamada

Classification of Chromatin States with Hierarchical Hidden Markov Model

Yuta Arizono, Tsukasa Fukunaga and Michiaki Hamada

The first step to the artificial intelligence (Al) diagnosis of skin cancer

Yuji Ota, Kosuke Shido, Kaname Kojima, Kenshi Yamasaki, Masao Nagasaki and

Setsuya Aiba

Interactive effects of the VMAT1 genotype with life environments and experience of the
Great East Japan Earthquake on mental states

Daiki Sato and Masakado Kawata
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P-12

P-15

P-19

P-20

p-21

p-22

Plasma microRNA biomarker detection for mild cognitive impairment using differential
correlation analysis
Mitsunori Kayano, Sayuri Higaki and Shumpei Niida

Selection of novel arcRNA candidates from RNA-seq data and search for common local
secondary structure motifs
Wataru Okada, Takeshi Chujo, Tetsuro Hirose and Michiaki Hamada

Ensemble multiple molecular fingerprints for improvement of ligand base drug discovery
Yusuke Matsuyama and Takashi Ishida

Biogeography of nucleocytoplasmic large DNA viruses in the ocean
Romain Blanc-Mathieu, Hisashi Endo, Hiroto Kaneko, Genki Yoshikawa and

Hiroyuki Ogata

Analysis of histone modifications using latent feature models
Yuki Takeda and Michiaki Hamada

Rebuilding of RINGS to implement microservice architecture
Shinichi Higashimoto and Kiyoko F. Aoki-Kinoshita

The evolution of the noncoding-sequence in the human duplicated regions
Taisuke Hori, Daiki Sato, Takashi Makino and Masakado Kawata

Protein function annotation by hidden Markov model
Takuya Aramaki, Romain Blanc-Mathieu, Hisashi Endo, Susumu Goto, Minoru Kanehisa

and Hiroyuki Ogata

Meta-Analysis of Microarrays to Search PEDF-Related Genes
Tatsuya Sakaguchi and Yuichi Higashimoto

Privacy-preserving profile HMM using homomorphic encrypt system toward secure
genome analysis
Ibuki Mishina and Michiaki Hamada

Genome analysis of Tepidibacillus sp. HK-1: an arsenic-metabolizing bacterium

Yuki Mizuochi, Haruo Suzuki, Kohei Ito, Seigo Amachi, Masaru Tomita, Shigeki Yamamura

and Nobuyoshi Nakajima
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P-23

P-24

P-25

P-26

P-27

P-28

P-29

P-30

P-31

P-32

Gene evolutionary analysis by use of the genome-wide influenza virus database

Yosuke Kondo and Satoru Miyazaki

The Desktop Application for Gene Analytics on Cloud Computing (AWS)
Hiromu Ochiai, Kenichi Chiba, Satoru Miyano and Yuichi Shiraishi

GlycanBuilder 2.0 to support WURCS and SNFG
Shinichiro Tsuchiya, Aoki Nobuyuki P, Daisuke Shinmachi, Masaaki Matsubara,

Issaku Yamada, Aoki-Kinoshita Kiyoko F and Hisashi Narimatsu

Prediction of mRNA m6A sites in the mammalian genome
Yigian Zhang and Michiaki Hamada

Structural variations in whole genome sequencing data from 1300 disease genomes

Shunichi Kosugi, Yukihide Momozawa, Michiaki Kubo and Yoichiro Kamatani

Cosearge: an exploratory approach reveals spatial gene co-localization beyond
topologically associated domains

Yutaka Saito and Toutai Mituyama

A new rotation-translation invariant molecular descriptor for Ligand-Based Virtual
Screening and beyond

Francois Berenger and Yoshihiro Yamanishi

Exploratory Factor Analysis Determines Latent Factors Associated with Distinct Sets of
Anti-Glycolipid Antibodies in Guillain-Barré Syndrome
Seiichi Omura, Kazuaki Shimizu, Miyuki Morikawa, Motoi Kuwahara, Takashi Kawamura,

Tsutomu Mori, Susumu Kusunoki and Ikuo Tsunoda

Metagenomic and metabolomic analysis of human gut microbiota in familial adenomatous
polyposis
Akari Nishii, Hirotsugu Shiroma, Sayaka Mizutani, Keigo Masuda,

Pande Putu Erawijantari, Hikaru Watanabe and Takuji Yamada

Forecasting coral reef system through multiple-kernel support vector regression
Ying Chen, Tomoya Mori, Tsuyoshi Kato, Junko Yamane, Yoshikatsu Nakano,
Hiroyuki Fujimura, Shoichiro Suda, Toru Maruyama, Michihiro Ito, Haruko Takeyama and

Wataru Fujibuchi
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P-33

P-34

P-35

P-36

P-37

P-38

P-39

P-40

P-41

P-42

P-43

RNA secondary structure prediction using deep learning

Manato Akiyama, Yasubumi Sakakibara and Kengo Sato

Looking for the global features of DNA sequences -Correlation Coefficient of Oligo-
nucleotides

Hiroshi Dozono

The analysis of spatial gene regulation based on reaction-diffusion system in Drosophila
early embryogenesis

Hirotaka Matsumoto, Hisanori Kiryu, Yasuhiro Kojima and Itoshi Nikaido

Automatic generation of cancer genome interactive report via paplot
Ai Okada, Kenichi Chiba, Satoru Miyano and Yuichi Shiraishi

Molecular Representation Learning with Graph Neural Networks
Masashi Tsubaki

Physicochemical Prediction of Metabolite Fragmentation in Tandem Mass Spectrometry
toward Comprehensive Metabolite Identification

Wataru Tanaka and Masanori Arita

High quality and cost-effective de novo assembly using linked-reads sequencing
Satoshi Ito, Yasunobu Terabayashi, Ryo Shintani, Takuya Fuchikami, Satoshi Kira,

Masamitsu Shimada and Masanari Kitagawa

Construction of metabolic model using genomic sequence and reaction database for
improving valuable chemical productions by microorganisms
Yuki Kuriya, Akira Ohyama and Michihiro Araki

Microbial communities of university campuses in Japan
Kohei Ito, Tsubasa Watabe, Masafumi Harada, Ken Kobayashi, Mototsugu Sato,

Haruki Ishida, Honami Ando, Shinji Fukuda, Masaru Tomita and Haruo Suzuki

Towards detection of human genomes structural variations using long reads

Harazono Yoritaka and Kasahara Masahiro
Molecular analysis suggested that bottle gourds were derived from Asia based on

traditionally conserved cultivars by local tribes
Dai Watabe, Hiroshi Yuasa, Naoki Osada and Toshinori Endo
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P-44

P-45

P-46

P-47

P-48

P-49

P-50

P-51

P-52

P-53

P-54

Estimating human-to-human transmissibility of HSN1 influenza A virus using nucleotide
sequences

Wessam Mohamed, Ryosuke Omori and Kimihito Ito

Whole genome sequence analysis of liver cancer-derived cell lines HuH-7 and Huh7.5.1-8
Masaki Kawamoto, Toshinori Endo, Masayoshi Fukasawa, Kentaro Hanada and
Naoki Osada

Sleeping Beauties in Biomedicine: quantitative publication analysis with citations and
words
Shun Kodate and Kengo Kinoshita

Dissimilarity between indegree and outdegree distributions in human gene regulatory
networks
Natsuhiro Ichinose, Tetsushi Yada and Hiroshi Wada

Analysis of “uncallable” regions in the human reference genome associated with gene
annotation and segmental duplication

Shu Saikawa and Masahiro Kasahara

Characteristics of functional enrichment of human putative transcriptional target genes
Naoki Osato

Determining the key factors for accurate inference of gene co-expression networks

Alexis Vandenbon

Comprehensive search and evolutionary study of simian endogenous retrovirus in the
genome sequences of the Old World monkeys
Masaki Ikeda, Toshinori Endo and Naoki Osada

Regularizing protein complexes by mutually exclusive protein-protein interactions

Osamu Maruyama
Platanus2: a de novo haplotype assembler enabling comprehensive accesses to
divergent heterozygous region

Rei Kajitani, Dai Yoshimura, Miki Okuno, Atsushi Toyoda and Takehiko Itoh

Energy level statistics and random matrix theory in proteogenesis

Masanori Yamanaka
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P-56

pP-57

P-58

P-59

P-60

P-61

P-62

P-63

FuncTree 2: Visualization and Analysis tool for omics data based on Biological Functional
Tree

Yuta Yamate and Takuji Yamada

Relationship between Evolutionary Oldness of Protein-coding Gene and Genetic Diversity
in Homo sapiens
Yuichi Aoki, Takeshi Obayashi, Ikuko N Motoike and Kengo Kinoshita

MEGADOCK-Web: an integrated database of high-throughput structure-based protein-
protein interaction predictions
Masahito Ohue, Takanori Hayashi, Keisuke Yanagisawa, Yuri Matsuzaki and

Yutaka Akiyama

Predicting Disease Causality of Mutations in Human Beta Globin Gene
Sangeetha Ratnayake, Toshinori Endo and Naoki Osada

Comparative metagenomic analysis between periodontitis and healthy dental plaque
based on taxonomic composition and functional gene categories
Kazuki Izawa, Marina Yamasawa, Masahito Ohue, Takashi Ishida, Kazuyuki Ishihara and

Yutaka Akiyama

Exploring the selectivity of inhibitor complexes with Bcl-2 and Bcl-XL : a molecular
dynamics simulation approach

Naoki Wakui, Ryunosuke Yoshino, Nobuaki Yasuo, Masahito Ohue and Masakazu Sekijima

Integrated database “dbTMM” for genomic prospective cohort study in Tohoku Medical
Megabank for promotion of development of genomic medicine
Soichi Ogishima, Satoshi Nagaie, Satoshi Mizuno, Keita lida, Naoko Kasahara,

Hiroshi Tanaka and Tommo Dbtmm Project

Extrapolation of genes involved in eusociality of Apis mellifera

Tamami Komatsu, Naoki Osada and Toshinori Endo

Conformational difference in drug efficiency on EGFR mutations based on protein
structuralanalysis

Fumie Ono, Shinji Kohsaka, Ryo Kanada, Biao Ma, Mayumi Kamada, Mitsugu Araki,
Hiroyuki Mano

and Yasushi Okuno
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P-64

P-65

P-66

P-67

P-68

P-69

The clustering of G protein coupled receptors using convolutional neural network
Reika Endo, Naoki Osada and Toshinori Endo

Compensatory back mutation in mitochondrial genome of primates

Kazuhiro Satomura, Naoki Osada and Toshinori Endo

Development of a pipeline for predicting new genes encoding for orphan enzymes from
metagenomes

Kensuke Manaka and Takuji Yamada

Large-scale analysis of protein pockets using a fast and efficient comparison method
with a reduced vector representation

Tsukasa Nakamura and Kentaro Tomii
Towards a more comprehensive interpretations of personal genomes based on structural
bioinformatics

Matsuyuki Shirota

Inferring tumor progression process using population genetics model

Yutaro Konta and Hisanori Kiryu
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