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GIW2002 Report [J

Michiel Jan Laurens de Hoon (Human Genome Center, University of Tokyo)

[J This December, the annual Genome Informatics Workshop was held at the Yebisu Garden Place in Tokyo. Since its inception in
1990, GIW has progressed from a largely national conference to one of the main international conferences in the Pacific region,
usually with one Japanese and one foreign program committee cochair. AlImost 40%of the accepted papers were submitted by
foreign participants of GIW.

[J At an acceptance rate of slightly more than 40%in 2002, GIW has become increasingly competitive in recent years. In addition to
the papers, more than 170 scientific posters were presented, as well as eight software demonstrations. As always, GIW was
exceptionally well organized.

[0 The Genome Informatics Workshop featured Yoshiyuki Sakaki of the University of Tokyo/ RIKEN Genomic Sciences Center and
Sorin Istrail of Celera Genomics as keynote speakers. As a member of the International Human Genome Sequencing Consortium,
the RIKEN Genomic Sciences Center contributed to the draft sequence of the human genome. Currently, Yoshiyuki Sakaki's group
is focused on comparitive genomics between the human and the yeast, fruit fly, and mouse genomes. What struck me as particularly
interesting was the comparison of the human and chimpanzee genomes in order to identify genotypes that form the basis for human
intelligence and language skills.[]

[0 Sorin Istrail's keynote address was especially of interest as it described an example of systems biology. Sorin Istrail presented a
mathematical analysis of the work done by Eric Davidson at the California Institute of Technology on cisregulation in the sea urchin.
Davidson and collaborators focused on the Endo16 gene, inferring its gene regulatory network with unprecedented accuracy.

[ The next GIW will be held at the Pacifico Yokohamain December of 2003. As the number of participants has been increasing each
year, GIW will be extended to afour-day conference.0]
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BRN® iScBL 0000000 (0NN

Message from ISCB

Michael Gribskov (President, International Society for Computational Biology)

0 Computational biology-the unique mix of biology at different scales and computer science-has come of age in recent years,
earning status as a scientific discipline in its own right. The development of the field and the high demand for qualified
professionals have given rise to the International Society for Computational Biology, an organization dedicated to the advancement
of scientific understanding of living systems through computation.

[J Since its founding in 1997, the ISCB has grown to over 1700 members, with a gain of 23 percent in the past year, and looks to
sustain strong membership growth in the near future. Bioinformatics, the official journal of the Society, has moved from 12 to 18
issues per year and the scientific impact factor continues to rise. The ISCB's annua meeting, Intelligent Systems for Molecular
Biology (ISMB) will be held in Brisbane, Australia, this year, and promises to be the best yet. Already we have received a record
number of paper and tutorial submissions, an indication that this year's program will be very high in quality.

0 The ISCB stands to benefit greatly from becoming as wide+ranging as possible to further our mission to support an increased
understanding of computational biology through communication and meetings. Toward that end, last year the ISCB established an
international Affiliated Regional Groups program that includes 13 affiliates in 10 countries over 4 continents, with more groups set
to join in the next few months. An excellent example of the value of international collaborations is the interaction between the ISCB
and the JSBi, which shares common goals with us.J

[ Current ISCB Vice President Anna Tramontano of the University of Rome "La Sapienza" has been a particularly strong supporter
of the Affiliated Regional Groups program. She recommended that affiliates be invited to submit nominees from within their
membership for ISCB Board of Director seats. Another initiative advocated by Tramontano was to allow the Affiliated Regional
Groups to apply for conference support from the ISCB. Although our finances are primarily tied to matters directly involved with our
Society and its membership, the ISCB has earmarked limited funds toward external conference support, and that includes our
affiliates.

0 ISCB Affiliated Regional Groups benefit from the following:O

0 O * Cross-isibility within one another's web pages, conferences, journals, and bulletins[J

[0 0O * Affiliated Regional Groups may request access to facilities at ISM B-the ISCB's official conference-for regional meetings

0 O * Appointment of an ISCB Board member as affiliate Point-of-Contact to consider regional matters relevant to the ISCBO

0 O * Solicitation for nominations to the ISCB's Board from Affiliated Regional Groups through the Society's regional Point-of-Contacts
[0 0O * Eligibility for support of regional activities: Travel funds for arecognized scientist in the field to lecture at a regional meeting or
00 O O workshop; travel fellowships for scientists from the region to travel to ISV B.

[0 Looking forward, the ISCB faces both challenges and opportunities. With our growth has come increasing recognition; on the
part of policy-makers, who have requested our input on funding issues; on the part of universities who are considering founding
bioinformatics or computational biology training programs; and on the part of scientists, searching for help in advancing science in
their region and specialty. We also face great challenges in building a truly international society-one that brings together scientists
from around the world. Establishing stronger ties between the ISCB and JSBi is an important step in building a more representative
international ISCB and we look forward to closer interactions.
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