AARNA T A T 3 ~T 4 7 AFREE 20 Blil#H B S iEH ik

H B PRk 194 12 A 18 AH(K)16:55~18:15
Y P BARRIFACKER 7 PP
T135-0064 HAANTHX HE 2-41
HEE - PHEE, RER). LEIESE), K. BB, VI, &I, &0 AR, /i, %k,
vevE, HE. KEGERER). =ik, R, BERE@EE), SAGEEH)

1. 2008 FELERITHONT
2008 FEESR THHMAFGREE LY . FRIONWTORENRH T,
2008 %1% 12 A 15 H~16 H, K ChfET %,
2. AASBi1 & GIW ORHEIZ DWW T
AASBI DR — RA U R—ThDHERFEHFELY . GIW2009 O H AR TORRELZTZ ST
LEMEND T,
ZOR UL EZIT D0 iEm e STz,
AARTOEBEEZRD TOD, IRETRE, (K
JSBiHEE L LT, RENSIMLSWEENTE 5 Z L&, Fal)
FHORER, GIW2009 O HARTOBEN AR S iz,
3. Oxford Journals — Japanese Society for Bioinformatics Prize #&Z8%
BEEORER, ITORAZ —NE% T,
P0O73/T0O8  “A Space-Efficient and Accurate Method for Mapping and Aligning cDNA or
Protein Sequences onto Genomic Sequence”, Osamu Gotoh

4. FRE 20 FEEE ORI HOWT  CER 2041 H 8 H~15 HE TO A —/L5E#H)

SRAEEE OO, FRFHHIROA HIEBLR OB RE Lz,

R AT @



